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J **t^ ■ ERROR REPORT 
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The Biotechnology Systems Branch of the Scientific and Technical Information 
Center (STIC) detected errors when processing the following computer readable 
form: 



Application Serial Number: 
- ^^^mm'^^ Source: 



I^P^IPate Processed by STIC: 



RECEIVED 

SEP 0 4 2001 
TECH CENTER 160oS 



THE ATTACHED PRINTOUT EXPLAINS DETECTED ERRORS, 
i PLEASE FORWARD THIS INFORMATION TO THE APPLICANT BY EITHER: . 
1)^ INCLUDING A COPY OF THIS PRINTOUT IN YOUR NEXT COMMUNICATION TO THE ;, v -H ^ ,:■ 

^ ^Applicant, with a notice to comply or, 

^TELEPHONING APPLICANT AND FAXING A COPY OF THIS PRINTOUT, WITH A ^-^u 
NOTICE TO COMPLY 

^q^pf^j^ION QUESTIONS, PLEASE CONTACT 'MARK SPENCER, 70>308-421^^^s^^r: 

^^^W^E^^l^i^ RULES. INTERPRETATION, PLEASE CONTACT ROBERT WAX, 703^8^Mfc||^ 
p?SRgSS^ or phone 1^06-4119^ 

^TCNra^^Oe^mku help: natin3helD(S?,uspto.gov or phone 703-306-411? (R. Wax^^J^^^ 




"w-r- s - Checker Version 3.0 , ■.r--u--^:^^- 

^Mn^fck^e^sion 3.0 application is a state-of the-art Windows based software program - ^ ■ -v^s^il^^^ 
|pl em$p^g a logical and intuitive user-interface to check whether a sequence listing is. in - - < : -^>^ 



^^S^0^^tidh1(WIPO> Standard S 1 :Z*<V ■ ■ ' ' ^-^SP^ ' ' 

||2e$^^ the previous DOS-based version of Checker, and is Y2K-, ^ ( r v^lgrfM^^^;, 

JpjB$u^^^ users to check sequence listings in Computer Readable form' " ^^mWf^^- 

^(CRF> before submitting them to the United States Patent and Trademark Office (USPTOV > : I Y*pf0i^ 
^ fe^ ^^ g hecker^pdQr, to, filing the sequence listing is expected to result in fewer err^^nenw.^0^j^^^ 
pSS^^^saving nme and money. ' : ^;i£t^:>ffi*^' 

sBij^^fe^.^ > # • : : • • • • • • ■ " r; , ; V'v'^v : ".^'V^'' v° 

llnlcfc^^ be down loaded from the IISPTO website at the following address:^^fes^ 

i§http://www-uspto^ 

^^^mmm^m^ - ' ^ ^^^^^ 



RECEIVED 

SEP 0 4 200) 



ERROR DETECTED 
ATTN: NEW RULES CASES; 



_Wrapped Nucleics 
Wrapped Aminos 



Invalid Line Length 

Misaligned Amino 
Numbering 



4 Non-ASCII 

3 k} Variable Length. 



_PatentIn 2.0 
"bug" 



Skipped Sequences 
"(OLD RULES) 



_Skjpped Sequences 
(NEW RULES) 



_Usc of n'a or Xaa's 
(NEW RULES) 



10 Invalid <213> 

Response 



11 



12 



Useof<220> 



_PatentIn 2.0 
"bug" 



13 



Misuse of n 



Raw Sequence Ltatlne Error Summary 

ci,r-r: P< rrFnnORRECTION SERIAL NUMBER: ^JjHjoLji^ 

. PLEASE DISREGARD ENGLISH « ALPHA" HEADERS, WHICH WERE INSERTED BY PTO SOFTWARE 

The numberAext at the end of each line "wrapped" down to the next line. This W ~jW" lle 
was retrieved in a word processor .fUr creating it. Please adjust your nght margin to .3, this w,H 
prevent "wrapping." 

The rules require that a line not exceed 72 characters in length, this includes white spaces. 

The numbering under each 5* amino acid is misaligned. Do not use tab codes between numbers; 
use space characters, instead. 

The submitted Hie was not saved in ASCII(DOS) MM. as required bylhe Sequence Rules. Plea* 

Sequence.) ^U^i&£$Lto ***** one residue. Per Seance Rule, 
„Tn o^XliTan only represent . ,ln e l« residue. Please present the maximum number of each 
residue having variable length and indicate in the <220>-<223> secfon that some may be m.ss,ng. 

a. .h.,."i n p,lentln version 2 0 has caused Oft <220>-«223>«ction to be missing from amino acid ' 
i^L rfrt N«ma^: Paientln would '.u.onv,Uc.lly: g enen.,e this section from the 

ES^aSSSnk* sequence. Pleas, manually copy th. relevant <M0>-<223> «ta to 
Sequent amino acid sequence. This applies to the mandatory «220>-<223> -Cons for 
Artificial o r Unknown aeq uences. 

Sequencers) missing. If intentional, please insert the following lines for each skipped sequence: 

m ^FORMATION FOR SEQ ID NO:X: (insert SEQ ID NO where "X" « shown) 

(2 INFORM ATION to ^^^STICS: (Do not inscrt any subheadings under th.s headmg) 

(xi) SEQUENCE DESCRIPTIONS ID NO:X: (insert SEQ ID NO where "X is shown) 
This sequence is intentionally skipped 

Please also adjust the "(ii) NUMBER OF SEQUENCES:" response to Include the skipped sequences. 

Sequcncc(s) missing. If Intentional, please insert the following lines for each skipped sequence. 

<210> sequence id number 
<400> sequence id number 
000 

Use of n's and/or Xaa's have been detected in the Sequence Listing. 

^ 1 «3 of Sequence Rules, use of <220>-<223> is MANDATORY if n's or Xaa's are present. 

L <220> to ^section, please explain location of „ or X.a. and which residue n or Xaa represents. 

* Per 1 823 of Sequence Rules, the only valid <213> responses are: Unknown, Artificial Sequence, or 
scTen^ <220>-<223> section is required when <213> response ,s Unknown or 

is Artificial Sequence 

missinE the <220> "Feature" and associated numeric identifiers and responses. 
U* of <220>lo^^ b MANDATORY if <2 13> "Organism" response is "Artificial Sequence or 

m^^Z*™ « ™ ¥-«■" " mMU " mam 10 " w r " e '° noppy 

- h can only be used to represent a single nucleotide in a nucleic acid aequence. N is not used to represent 
any value not specifically a nucleotide. 

AMC/MK - Biotechnology Systems Branch - 08/2 1/2001 
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1647 



3 
4 
5 
7 

NERVOUS 
8 
10 
12 
13 
15 
16 
18 
19 
21 
23 
25 
26 
27 
28 
30 
31 
32 
33 
36 
37 
38 
39 
42 

W--> 44 

45 
47 
48 
49 
50 
52 
54 
55 
57 
58 
59 
60 
62 
64 
65 
67 
68 
69 
70 



RAW SEQUENCE LISTING ■ DA^E : 

PATENT APPLICATION: US/09/462, 909/^ TIME : 



Input Set : A: \E. C . txt-^ 

Output Set: N:\CRF3\07272001\l462909.raw 

<110> APPLICANT: MEINlEL, Annie 

MONNERIF ' Hubert ^ 

< 120 > NOVEL p^^O^PEPTIOES 



07/27/2001 
18:41:12 



USEFUL -^-'REGENERATING THE 



Bovine 

VARIANT 
(3). .(3) 



Xaa can be a sequence comprising 



SYSTEM 

<130> FILE REFERENCE: 065691/0179 
<140> CURRENT APPLICATION NUMBER: 09/462,909 
<141> CURRENT FILING DATE: 2000-02-14 
<150> PRIOR APPLICATION NUMBER: PCT/FR98/01556 
<151> PRIOR FILING DATE: 1998-07-16 
<150> PRIOR APPLICATION NUMBER: FR 97/09016 
<151> PRIOR FILING DATE: 1997-07-16 
<160> NUMBER OF SEQ ID NOS : 24 
<170> SOFTWARE: Patentln version 3.0 
<210> SEQ ID NO: 1 
<211> LENGTH: 8 
<212> TYPE: PRT 
<213> ORGANISM: 
<220> FEATURE: 
<221> NAME/KEY: 
<222> LOCATION: 
<223> OTHER INFORMATION: 
<220> FEATURE: 
<221> NAME/KEY: VARIANT 
<222> LOCATION: (6).. (6) 
<22 3> OTHER INFORMATION: 
<400> SE^^CE: 1 ^\ 
Trp SerQcaaJ Cys Ser (kaaJCys Gly 

<210> SEQ ID NO: 2 
<211> LENGTH: 9 
<212> TYPE: PRT 
<213> ORGANISM: Bovine 
<400> SEQUENCE: 2 

Trp Ser Pro Cys Ser Val Thr Cys Gly 



<210> SEQ ID NO 
<211> LENGTH: 9 
<212> TYPE: PRT 
<213> ORGANISM: 
<4 00> SEQUENCE: 




noes Not Comply 
Corrected Diskette Needed 



fro/l' to 5 amino acidTS Sl ** ,/mir ) 



Xaa can be a sequence comprising from(Tto 5 amino acia>) 



Bovine 

3 

Trp Ser Ser Cys Ser Val Thr Cys Gly 
1 5 
<210> SEQ ID NO: 4 
<211> LENGTH: 9 
<212> TYPE: PRT 
<213> ORGANISM: Bovine 



file://C:\CRF3\Outhold\VsrI462909.htm 
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RAW SEQUENCE LISTING DATE : 07/27/2001 

PATENT APPLICATION : US/09/462,909 TIME: 18:41:12 

Input Set : A:\ES.txt 

Output Set: N:\CRF3\07272001\l462909.raw 

72 <400> SEQUENCE: 4 

74 Trp Ser Gin Cys Ser Val Thr Cys Gly 

75 1 5 

77 <210> SEQ ID NO: 5 

78 <211> LENGTH: 4 

79 <212> TYPE: PRT 

80 <213> ORGANISM : Bovine 
82" <220> FEATURE: 

83 <221> NAME/KEY: VARIANT ^ 

84 <222> LOCATION: (1)..(1) 

85 <223> OTHER INFORMATION: Xaa can be Gly, Ser or cys 

88 <220> FEATURE: 

89 <221> NAME/KEY: VARIANT 

90 <222> LOCATION: (3). .(3) r 

91 <223> OTHER INFORMATION: Xaa can be Gly, Ser or cys 

94 <220> FEATURE: 

95 <221> NAME/KEY: VARIANT ^ 

96 <222> LOCATION: (4).. (4) 

97 <223> OTHER .INFORMATION: Xaa can be Gly, Ser or cys 
100 <400> SEQUENCERS 

102 Xaa^Trp Xaa Xaa 

103 1 

105 <210> SEQ ID NO: 6 

106 <211> LENGTH: 4 

107 <212> TYPE: PRT 

108 <213> ORGANISM: Bovine 

110 <220> FEATURE: 

111 <221> NAME/KEY: VARIANT ^ 

112 <222> LOCATION: (1)..(1) 

113 <223> OTHER INFORMATION: Xaa can be Gly, Ser or cys 

116 <220> FEATURE: 

117 <221> NAME/KEY: VARIANT 

118 <222> LOCATION: (4).. (4) / 

119 <223> OTHER INFORMATION: Xaa can be Gly, Ser or cyfa 



122 <400> SEQUENCE: ,6 

124 Xaa Trp Ser Xaa 

125 1 

127 <210> SEQ ID NO: 7 

128 <211> LENGTH: 11 

129 <212> TYPE: PRT 

130 <213> ORGANISM: Bovine 

132 <220> FEATURE: 

133 <221> NAME/KEY: VARIANT 

134 <222> LOCATION: (3).. (3) £ 

135 <223> OTHER INFORMATION: Xaa can be Gly, Ser or cys 

138 <220> FEATURE: X 

139 <221> NAME/KEY: VARIANT f 

140 <222> LOCATION: (6).. (6) 

141 <223> OTHER INFORMATION: Xaa can be Gly, Ser or cys 



file://C:\CRF3\Outhold\VsrI462909.htm 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/462,909 



•DATE: 07/27/2001 
TIME: 18:41:12 



144 
145 
146 
147 
150 
W--> 152 
153 
155 
156 
157 
158 
160 
162 
163 
165 
166 
167 
168 
170 
171 
172 



Input Set : A:\ES.txt 
Output Set: N:\CRF3\0727200l\l4^2909.raw 

<220> FEATURE: 
<221> NAME/KEY: VARIANT 
<222> LOCATION: (9) . . (9) 
<223> OTHER INFORMATION: Xaa can 
<400> SEQUENCE: 7 ~- f \ 

Trp Ser Xaa Trp Ser Xaa Cys Ser(Xaajcys Gly 

i ^5 W ia ■ 

<210> SEQ ID NO: 
<211> LENGTH: 12 
<212> TYPE: PRT ^ 
<213> ORGANISM :^Bovine 
<400> SEQUENCE: 8 

Trp Ser Gly Trp Ser Ser Cys Ser Arg Ser Cys 
1 5 10 

<210> SEQ ID NO: 9 
<211> LENGTH: 10 
<212> TYPE: PRT 
<213> ORGANISM: Bovine 
<220> FEATURE: 
<221> NAME/KEY: VARIANT 
<222> LOCATION: (1) . . (1) 




Gly 



or 



<223> OTHER INFORMATION: Xaa is an amino acid chain 





(Gly, 



177 
178 
179 
18£ 



<220> FEATURE: 
<221> NAME/KEY: VARIANT 
<222> LOCATION: (4).. (4) 
ji33^_QTHER INFORMATION: 

7 

r 

IATURE : 




Xaa can be Pro or 




2_ ^Jt^JUA^t OK^ 



Cr<s<j 




Ser or Cys ) -Trp- (Gly , Ser or Cys)- 



NAME/KEY : 
LOCATION: 



is 



197 
W--> 199 

200 
202 
203 
204 
205 
207 
208 
209 
210 
213 



VARIANT 
(7). .(7) 
OTHER INFORMATION: 
FEATURE : 

NAME/KEY: VARIANT 
LOCATION: (10).. (10) 
OTHER INFORMATION : Xaa 

7 

SEQUEN£n57j 9 
rp SerfxaayCys 

<210> SEQ ID NO: 10 

<211> LENGTH: 36 

<212> TYPE: DNA 

<213> ORGANISM: Bovine 

<220> FEATURE: 

<221> NAME/KEY: Unsure 

<222> LOCATION : ( 6 ) . . ( 6 ) 

<223> OTHER INFORMATION: N can 

<220> FEATURE: 



Xaa can a sequence comprising fro 



an amino acid chain having 




Ser/xaajcys Glyfxaay 



be A, C, G or T 



file://C:\CRF3\Outhold\VsrI462909.htm 
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DATE: 07/27/2001 
PATENT^APPLICATIOnT O S/0 9 /46 2 ,909 TIME: 18:41:12 

Stilt; K ! =Sr3\07 2 7200 1 V4 62 90 9 . 1 :a W 



214 <221> NAME/KEY: Unsure 

215 <222> LOCATION: (9).. (9) . re or T 

216 <223> OTHER INFORMATION: N can be A, C, G or T 

219 <220> FEATURE: 

220 <221> NAME/KEY: Unsure 

221 <222> LOCATION: (15).- (15) r 

222 <223> OTHER INFORMATION : N can be A, C, G or T 

225 <220> FEATURE: 

226 <221> NAME/KEY: Unsure 

227 <222> LOCATION : (18).. (18) ' 

228 <223> OTHER INFORMATION: N can be A, C, G or 

231 <220> FEATURE : 

232 <221> NAME/KEY: Unsure ^ 

233 <222> LOCATION: (24).. (24) 

234 <223> OTHER INFORMATION: N can be A, C G or 

237 <220> FEATURE: 

238 <221> NAME/KEY: Unsure f 

239 <222> LOCATION: (27). .(27) 

240 <223> OTHER INFORMATION: N can be A, C 
24 3 <220> FEATURE: f 

244 <221> NAME/KEY: Unsure 

245 <222> LOCATION: (30).. (30) 

246 <223> OTHER INFORMATION: N can be A, C, 

249 <220> FEATURE: 

250 <221> NAME/KEY: Unsure 

2 51 <222> LOCATION: (36).. (36) ■ 
252 <223> OTHER INFORMATION: N can be A, C 
. 255 <400> SEQUENCE: 10 r r ? ' 

vdi^ 256 tggwsnggn't ggwsnwsntg ywsnmgnwsn tgyggn 

259 <21*0>* SEQ ID NOT 11 r 

260 <211> LENGTH: 9 

261 <212> TYPE: PRT 

262 <213> ORGANISM: Bovine 
264 <400> SEQUENCE: 11 

266 Trp Gly Pro Cys Ser Val Ser Cys Gly 

267 1 5 

269 <210> SEQ ID NO: 12 

270 <211> LENGTH: 8 

271 <212> TYPE: PRT 

272 <213> ORGANISM: Bovine 
274 <400> SEQUENCE: 12 

276 Asp Cys Lys Asp Gly Ser Asp Glu 

277 1 5 

279 <210> SEQ ID NO: 13 

280 <211> LENGTH: 4 

281 <212> TYPE: PRT 

282 <213> ORGANISM: Bovine 
284 <400> SEQUENCE: 13 
286 Arg Lys Ala Arg 



G or T 



G or T 



G or T 

36 



7/27/01 
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RAW SEQUENCE LISTING t IME ■ IVlYlT 

PATENT APPLICATION : US/09/462,909 TIME. 18.41.12 

input Set : A:\ES.txt 

Output Set: N:\CRF3\07272001\l462909.raw 

287 1 

289 <210> SEQ ID NO: 14 

290 <211> LENGTH: 12 

291 <212> TYPE: PRT 

292 <213> ORGANISM: Bovine 
294 <400> SEQUENCE: 14 

296 Ser Ser Cys Arg Ser Gly Cys Tr P Gly Ser Ser Trp 

297 1 5 10 

299 <210> SEQ ID NO: 15 

300 <211> LENGTH : 23 

301 <212> TYPE: PRT 

302 <213> ORGANISM: Bovine 

304 <400> SEQUENCE: 15 , A 

306 Trp Ser Pro Trp Ser Glu Trp Thr Ser Cys Ser Thr Ser Cys Gly Asn 

307 1 5 10 

309 Gly He Gin Gin Arg Gly Arg 

310 20 

312 <210> SEQ ID NO: 16 

313 <211> LENGTH: 23 

314 <212> TYPE: PRT 

315 <213> ORGANISM: Bovine 

III ;rse"rP 11 Pro T rp Ser Ser Cys Ser V.1 Thr Cys A.p Gly 

320 1 5 10 

322 Asp Val He Thr Arg He Arg 

323 20 

325 <210> SEQ ID NO: 17 

326 <211> LENGTH: 23 

327 <212> TYPE: PRT 

328 <213> ORGANISM: Bovine 

3 3 3 3° 2 Z°l^oZ si Pro xrp A s P XI. Cy S Ser val Thr Cys Gly Gly 

333 1 5 10 

335 Gly Val Gin Lys Arg Ser Arg 

336 20 

338 <210> SEQ ID NO: 18 

339 <211> LENGTH: 9 

340 <212> TYPE: PRT 

341 <213> ORGANISM: Bovine 
343 <400> SEQUENCE: 18 

345 Trp Ser Gin Cys Ser Val Tyr Cys Gly 

346 1 5 

348 <210> SEQ ID NO: 19 

349 <211> LENGTH: 22 

350 <212> TYPE: PRT 

351 <213> ORGANISM: Bovine 

353 <400> SEQUENCE: 19 Th 

355 Thr Glu Trp Ser Ala Cys Ser Lys Ser Cys Gly Met Gly Phe Ser Tnr 

356 1 5 10 



/* Use of n and/or Xaa has been detected in the Sequence Listing. 

. J\ V , Rfcview the Sequence Listing lo insure a co'respondjna 
C ) ' — 7 1 explanation is presented in the <220> to <22d> fields of 
\ each sequence using n or Xaa. 

7/27/01 
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VERIFICATION SUMMARY 

PATENT APPLICATION: US/09/4 62,909 



DATE: 07/27/2001 
TIME: 18:41:13 



Input Set : A:\ES.txt 

Output Set: N:\CRF3\07272001\I4629O9.raw 



L: 


44 M:341 W: 


(46) " 


n" or * 


L: 


102 


M: 


341 


W: 


(46) 


"n n 


or 


L: 


124 


M: 


341 


w- 


(46) 


"n" 


or 


L 


152 


M: 


341 


W 


(46) 


"n" 


or 


L 


199 


M: 


341 


W 


(46) 


■n" 


or 


L 


256 


M: 


341 


W 


(46) 




or 


L 


403 


M 


341 


W 


(46) 


"n" 


or 


L 


:419 


M 


341 


w 


: (46) 


"n n 


or 


L 


:435 


M 


341 


w 


: (46) 


"n" 


or 



for SEQ. 
, for SEQ 
, for SEQ 
, for SEQ 
, for SEQ 
, for SF* 

, for-^ E Q 
^or SEQ 
for SEQ 



•ID# : 1 
ID# : 5 
ID#:6 
ID#:7^ 

ID# : 10 
ID#:22 
ID#:23 
IDtt:24 
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